Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.009 Å; R factor = 0.067; wR factor = 0.185; data-to-parameter ratio = 12.4.
In the title compound, [Zn(C 9 H 7 O 2 S) 2 (H 2 O) 2 ]Á2H 2 O, the Zn II atom (site symmetry 1) is four-coordinated by two O atoms from 3-(2-sulfanylphenyl)prop-2-enoate anions and two aqua O atoms in a slightly distorted ZnO 4 square-planar arrangement. In the crystal, O-HÁ Á ÁO hydrogen bonds help to establish the packing.
Related literature
For background to coordination networks, see : Cheng et al., (2006) . For reference structural data, see: Allen et al. (1987) .
Experimental
Crystal data [Zn(C 9 
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (North et al., 1968) Table 1 Selected bond lengths (Å ).
Zn1-O1 1.969 (4) Zn1-O3 1.953 (4)
Table 2 Hydrogen-bond geometry (Å , ). 
Comment
There has been much research interest in acid metal complexes due to their molecular architectures and biological activities (e.g. Cheng et al., 2006) . In this work, we report here the crystal structure of the title compound, (I). In (I), all bond lengths are within normal ranges (Allen et al., 1987) (Fig. 1) . The Zn II atom is four-coordinated by two O atoms from the 3-(2-sulfanylphenyl)propanoate and two O atoms from the water molecules, forming a slightly distorted square-planar coordination.
Experimental
A mixture of 3-(2-sulfanylphenyl)propanoic acid (364 mg, 2 mmol) and ZnCl 2 (1 mmol, 134 mg) in methanol (10 ml) was stirred for 3 h. After keeping the filtrate in air for 7 d, colourless blocks of (I) were formed.
Refinement
The water H atoms were located in a difference map and their positions were refined with restraints of O-H = 0.82 (1)Å.
The other H atoms were positioned geometrically (C-H = 0.93Å, S-H = 1.20 Å) and refined as riding, with U iso (H) = 1.2U eq (carrier).
Figures Fig. 1 . The molecular structure of (I) showing 30% probability displacement ellipsoids. Atoms with the suffix A are generated by the symmetry operation (2-x, 1-y, 1-z). 6 restraints Extinction correction: none Primary atom site location: structure-invariant direct methods 
Special details

